Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.002 Å; R factor = 0.043; wR factor = 0.127; data-to-parameter ratio = 15.5.
The molecule of the title compound, C 15 H 15 NO 2 , adopts the enol-imine tautomeric form and has a strong intramolecular O-HÁ Á ÁN hydrogen bond as a result. The molecule is almost planar, with a maximum deviation of 0.1038 (15) Å for the methoxy C atom. A weak C-HÁ Á Á interaction and a weak C-HÁ Á ÁO hydrogen bond are present in the crystal.
Related literature
For background to thermochromic Schiff bases, see: Moustakali-Mavridis et al. (1980) . For related structures, see: Koşar et al. (2009); Tanak & Yavuz (2010 Table 1 Hydrogen-bond geometry (Å , ).
Cg1 is the centroid of the C9-C14 ring. As a result of enol-imine form of the molecule, there is a strong intramolecular hydrogen bond between O1 and N1 (Fig.   1 ). The three dimensional crystal structure is stabilized by one weak C-H···π interaction (Cg1 is the centroid of the C9-C14 ring) and one weak C-H···O hydrogen bond (between C7 and O2 of neighbor molecule) and van der Waals interactions (Figs. 2 & 3) . Both intramolecular and intermolecular hydrogen bonding geometries can be seen in Table 1 .
Experimental
The compound (E)-4-methoxy-2-[(p-tolylimino)methyl]phenol was prepared by reflux a mixture of a solution containing 5-methoxysalicylaldehyde (0.5 g, 3.3 mmol) in 20 ml ethanol and a solution containing 4-methylaniline (0.35 g, 3.3 mmol) in 20 ml ethanol. The reaction mixture was stirred for 1 h under reflux. The crystals of (E)-4-methoxy-2-[(ptolylimino)methyl]phenol suitable for X-ray analysis were obtained from benzene by slow evaporation (yield 81%; m.p. 377-378 K).
Refinement
All H atoms except for H1 were refined using a riding model, with C-H distances of 0.96 Å for the methyl group and 0.93 Å for the aromatic groups. The displacement parameters of these H atoms were fixed at 1.2U eq of their parent carbon atom for the aromatic groups and 1.5U eq of their parent atoms for the methyl group. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq C1 0.30136 (5) 0.2222 (2) 0.54620 (9) 0.0391 (3) 0.0505 (7) 0.0535 (7) 0.0430 (6) 0.0096 (6) −0.0008 (5) −0.0044 (5) C11 0.0550 (7) 0.0505 (7) 0.0458 (6) 0.0047 (6) 0.0063 (5) −0.0074 (6) C12 0.0427 (6) 0.0358 (6) 0.0573 (7) −0.0022 (5) 0.0104 (5) 0.0002 (5) C13 0.0520 (7) 0.0495 (7) 0.0535 (7) 0.0096 (6) −0.0026 (6) 0.0037 (6) C14 0.0541 (7) 0.0499 (7) 0.0422 (6) 0.0067 (6) 0.0017 (5) −0.0014 (5) C15 0.0541 (7) 0.0439 (7) 0.0748 (9) 0.0063 (6) 0.0152 (7 Hydrogen-bond geometry (Å, °) Cg1 is the centroid of the C9-C14 ring. 
